CPN-approved changes in the PhyloCode in response to the CBM species proposal

Preamble Item 1
1. Biology requires a precise, coherent, international system for naming clades and species of organisms. Scientific Species names have long been governed by the traditional codes (listed in Preamble item 4), but those codes do not provide a means to give stable, unambiguous names to clades. This code satisfies that need by providing rules for naming clades and describing the nomenclatural principles that form the basis for those rules.
_______________________________________________________________________

3.1. The system of nomenclature described in this code is independent of categorical rank (e.g., genus, family, etc).  Although clades are hierarchically related, and therefore intrinsically ranked in the sense that some are more inclusive than others, assignment of categorical ranks (e.g., genus, family, etc.) is not part of the formal naming process and has no bearing on the spelling or application of clade names. 

Example 1.  If the name Iguanidae were defined as referring to a clade originally ranked as a family, and if that clade were later ranked as a subfamily and (at the same time) a more inclusive clade ranked as a family, the reference of the name Iguanidae would not change to the more inclusive clade, nor would the spelling of that name change (i.e., to Iguaninae) to reflect the new rank of the clade to which it refers.
Note 3.1.1. In this code, the terms "species" and "clade" refer to different kinds of biological entities, not ranks.

Note 3.1.12. This code does not prohibit, discourage, encourage, or require the use of categorical taxonomic ranks.

_______________________________________________________________________

9.7. In order for a clade name to be established, the protologue must include a statement about the hypothesized composition of the clade (e.g., a list of included subclades, species, or specimens subclades or reference to such a list). Any specimen citation must include the name of a species or clade (less inclusive than the one whose composition is being described) to which the specimen can be referred, unless the clade whose composition is being described does not contain any named species or clades.

[Notes: This wording would retain the option of citing species (contrary to CBM) but permit the citation of specimens (preferred by CBM) as an alternative, provided that the author refers the specimens to a species or subordinate clade so that readers will understand what the specimens represent. This is particularly important in definitions of large clades, where the cited specimens will be meaningless to most people reading the definitions if the specimens are not identified by reference to a less inclusive clade or a species.]
_______________________________________________________________________

Recommendation 9C. In order to facilitate the referral of species and specimens that are not specifiers of the clade name, as well as less inclusive clades, the protologue should include a description, diagnosis, or list of synapomorphies. 
[Notes: The word "specimens" is added as requested by CBM, but the word "species" is retained (contrary to CBM).  However, the entities for which one needs to determine whether they belong to a particular clade are frequently neither specimens nor species, but subordinate clades (for example, clades that are ranked as genera under traditional nomenclature); hence the addition of "as well as less inclusive clades".]
_______________________________________________________________________

Eliminate old Note 11.1.1 (much of which is transferred to new Art. 11.4) and renumber Note 11.1.2 as Note 11.1.1.

New Art. 11.4. Because species names are governed by the rank-based codes, they are generally associated with type specimens, which serve as reference points for the names; this situation bears on the use of species as specifiers under this code. In effect, whichever currently accepted species includes the type specimen of the species name cited in the definition is the specifier. If the species name originally cited in a definition is no longer accepted, then the species name with which it has been synonymized becomes the name of the specifier species. However, should the species name originally cited in the definition become the accepted name of a species at a later time, that name would again become the name of the specifier species. The status of a species as a specifier is unaffected by the designation of a new or different type under the appropriate rank-based code. A species may be used as a specifier even if its name lacks a type.  See also Rec. 11H, regarding the naming of low-level clades.

11.5 [formerly Art. 11.4; renumbered but otherwise unchanged] When a type specimen is used as a specifier, the species name that it typifies and the author and publication year of that species name must be cited. 

New Recommendaton 11.5A. When type specimens are used as specifiers in the definitions of the names of low-level clades (see Rec. 11H), holotypes or lectotypes should be used. If there is no holotype or lectotype that, if designated as a specifier, would result in the name being applied to the intended clade, and a syntype is selected instead, it is recommended that the same syntype be simultaneously designated as the lectotype under the appropriate rank-based code.  See also Rec. 11H, regarding the naming of low-level clades.

New Art. 11.6. When a type specimen is used as a specifier, it retains its status as a specifier even if a different type for the species name that it typified is subsequently designated under the relevant rank-based code, or if the species name that it typifies is no longer accepted because the species has been re-circumscribed and the name relegated to synonymy.
New 11.7 [based on former Rec. 11.4A but changed to a rule and expanded]. Specimens that are not types may not be used as specifiers unless: 1) the specimen that one would like to use as a specifier cannot be referred to a named species, so that there is no type specimen that could be used instead; or 2) the clade to be named is nested entirely within a species; or 3) the clade to be named includes part of a non-monophyletic species and its descendents but the type of the non-monophyletic species is either excluded from that clade or it is not possible to determine whether it is included. 
Recommendation 11.7A [formerly Rec. 11.4B; renumbered but otherwise unchanged]. If a specimen that is not a type is used as a specifier in the first situation described in Art. 11.7, and a species that includes this specimen is subsequently named under the appropriate rank-based code, this specimen should be chosen as the type of the species name. 

11.8. [formerly Art. 11.5; renumbered but otherwise unchanged] When a specimen that is not a type is used as a specifier in a phylogenetic definition, the institution or collection in which the specifier is conserved must be identified, as well as the collection number or other information needed to establish the identity of the specimen. 

11.9. [formerly Art. 11.6; changed only slightly--addition of words designated in boldface] When a specimen that is not a type is used as a specifier in a phylogenetic definition, a brief description of the specimen must be provided, sufficient to convey a mental image to a non-specialist and distinguish the specimen from organisms with which it might be confused. 

Renumber current Articles 11.7-11.11.
New Recommendation 11H. When defining the names of low-level clades that coincide with or overlap the boundaries of species, differences in species criteria and hypothesized species boundaries may result in a phylogenetically defined name being applied to different clades even in the context of the same phylogeny.  Recommendations 11H-I are intended to reduce the likelihood of this undesirable outcome and address it when it occurs.  If the definitional author is aware that using a particular species as a specifier may result in the application of the name to a different clade than if the type specimen of that species were instead used, one or the other should be unambiguously selected as the specifier (see Articles 11.4 and 11.6 for the ramifications of that choice), and the situation should be clearly explained in the protologue.

New Recommendation 11I. If, after establishment of a clade name, it is discovered that a species or type specimen used as a specifier results in the name being applied to a different clade (in the context of the same phylogeny) than if the other entity (i.e., the type specimen or species) had been used instead, and if the ambiguity would be eliminated by selecting the other entity as the specifier, then an unrestricted emendation (Arts. 15.11-15.13) designating that entity as the specifier may be published (see also Rec. 11J).  It is preferable, though not required, that the emendation be published by the original definitional author(s) (Art. 15.14).  If such an emendation is published by anyone other than the original definitional author(s), the intent of the original author(s) should be considered carefully and addressed in the protologue of the emendation (see Note 15.11.4 and Arts. 15.12 and 15.13).  If the protologue of the original definition included a discussion of the choice of species versus type specimens as specifiers (see Rec. 11H), this should be viewed as part of the author(s)’ intent.  Specifically, if the author(s) stated that their preference for using type specimens (or conversely, species) as specifiers regardless of the effect on clade composition, that preference should be honored; in such a case, an unrestricted emendation by anyone other than the author(s) would be inappropriate.

Recommendation 11J. If an emendation is published in the situation described in Rec. 11I, and if a species originally used as a specifier has more than one type (i.e., syntypes), whichever syntype is chosen as the new specifier should be simultaneously designated as the lectotype of that species under the appropriate rank-based code.  

Glossary definition of species
Current definition: 

species. A segment of a population-level lineage that is evolving separately from other such lineage segments as indicated by one or more lines of evidence (e.g., distinguishability, reproductive isolation, monophyly, etc.). 

New alternative: 

species. This term is used both for a kind of biological entity (for example, a population lineage segment) and for the lowest primary rank in traditional nomenclature (and thus also for any taxon assigned to that rank).  This code does not endorse any species concept nor provide rules for defining species names, but it uses species names governed by the rank-based codes to refer to taxa that are used as specifiers in definitions of clade names.  Article 21 provides guidelines for the use of species names governed by the rank-based codes in conjunction with clade names governed by this code.

Other Glossary Changes:
categorical rank (also taxonomic rank).  A formal category denoting position in a hierarchy of nested taxa. The categorical ranks commonly used in taxonomy comprise seven principal categories (kingdom, phylum, class, order, family, genus, and species), which are often treated as mandatory, as well as additional primary categories (e.g., cohort, tribe) and secondary categories (e.g., superorder, subfamily). Note that the species category is treated as a rank in rank-based nomenclature, even when it is conceptualized as a category of biological entities. but as a level of biological organization in phylogenetic nomenclature.
taxonomic rank.  See categorical rank.

phylogenetic hypothesis (hypotheses). A proposition about the relationships among biological entities (e.g., species, populations, organisms) in terms of common ancestry.

scientific name. A taxon name that either is formed and governed by one of the codes of biological nomenclature or is of a similar Latinized form (e.g., zoological names ranked above the family group).

