Comments on the Proposal by Cellinese, Baum, & Mishler to Remove All Mention of Species from the PhyloCode

Kevin de Queiroz

I have made point-by-point comments on the pdf version of the proposal using highlighting and notes.  Here I wish to make some more general comments.

I will start by saying that I am opposed to the proposal in general as well as to the great majority of the individual proposed changes.  In my opinion, adopting the proposal would almost certainly cause a major conflict between the PhyloCode and the traditional codes over an issue—the treatment of species names—concerning which we are unlikely to prevail.  Because most biologists attach considerable significance to species, the proposal therefore runs the risk of undermining the entire PhyloCode project.  Of course, the PhyloCode will also be in conflict with the traditional codes over clade names; however, in that case there is a strong consensus, at least within the ISPN, that our methods are superior.  In the case of species names, even advocates of phylogenetic nomenclature have major disagreements, and therefore it would be extremely imprudent to adopt an approach that is antagonistic to current practices to satisfy what appears to be a minority position even within the ISPN.  

Although the proposal is presented as if its goal is to make the PhyloCode more neutral with respect to issues concerning species, it is really driven by an anti-species agenda that is anything but neutral.  This can be seen from the fact that some of the specific proposals (not allowing species to be used as specifiers, not allowing species lists to satisfy requirements concerning statements about clade composition) would make the PhyloCode LESS neutral with regard to species.  In addition, an underlying assumption of the proposal is that the species category is nothing more than a rank.  That assumption underlies statements such as “as there are no ranks under the PhyloCode, there should not be an explicit or implicit rank of species.”  More importantly, it underlies the proposal to eliminate Article 10.9, which would allow authors to define species names (epithets) as the names of clades.  Those positions and the assumption upon which they are based ignore the fact that most contemporary biologists consider the species category to differ fundamentally from the other taxonomic categories.  Explicit statements to that effect have been common since the middle of the 20th Century, and similar views are implicit in the work of earlier authors going back at least to Darwin.  In this context, the proposal is far from neutral in that it conflicts with widespread general theoretical views about species.  It is also in conflict with widespread practices concerning the application of species names.  

Concerning those practical applications, the proposal mentions attaching species names (epithets) “to clades that approximate taxa at the traditional species level.”  If this approximation refers to composition, then node-based definitions are perhaps the best method for ensuring the inclusion of previously included populations, and node-based definitions were adopted by Fisher in the publication based on her and Mishler’s presentation at the Paris Meeting.  By contrast, most contemporary species concepts are inherently branch-based, and species names are generally applied in a manner that is consistent with a branch-based concept.  That is, when a set of organisms once thought to represent a single species (not as a rank but as a kind of biological entity) is later considered to represent more than one species, the name is then restricted to part of its formerly hypothesized composition (corresponding to a hypothesized branch).  It is not applied to the clade that corresponds to the formerly recognized taxon in terms of composition.  Thus, in the current era, in which previously recognized species are commonly being found to comprise several species as the result of detailed phylogeographic studies, the approach favored by CB&M can be expected to lead to massive divergence between the way in which species names (epithets) are used under the PhyloCode versus the way in which they are used by most other biologists.  

This situation could be extremely detrimental to the success of the PhyloCode.  I think it is safe to say that most biologists attach at least some importance to species.  In contrast to CB&M, many of them consider species to be fundamental units of evolution and biodiversity.  Moreover, because the traditional codes work reasonably well for governing species names (at least under widely held views of species)
, biologists are unlikely to abandon those methods in favor of an approach that would apply the same names very differently and is based on an assumption (that the species is nothing more than a rank) that most of them explicitly or implicitly reject.  The association of the PhyloCode with anti-species views is already one of the most common criticisms of the PhyloCode, voiced by critics representing a wide range of views with regard to the theory and practice of systematics, from E. O. Wilson to N. I. Platnick.  Adopting the proposal of CB&M would legitimize those criticisms and could therefore lead to rejection of the PhyloCode by people who are currently undecided, as well as alienating current advocates (myself included).  For all of us and the time and energy that we have invested in this project, I sincerely hope that the proposal is rejected.  
� The traditional codes function reasonably well for species names under the widely held view that species are a kind of biological entity (as opposed to nothing more than a rank).  Given that species represent a distinct kind of biological entity, a definition such as “Homo sapiens := the species containing type specimen x” can be applied using only a set of objective criteria regarding what constitutes a species (not as a rank but as a kind of biological entity).  By contrast, a definition such as “Iguanidae := the family containing the type genus Iguana” cannot be applied using only a set of objective criteria (as opposed to subjective ranking decisions) regarding what constitutes a family.  The reason is that there are no objective criteria for distinguishing families from superfamilies, subfamilies, etc., which are all clades.  The closest anyone has come to developing more objective criteria for the true ranks (i.e., not including species) was Hennig’s proposal to treat the other categories as clades distinguished by their times of origin.  However, even Hennig’s approach would not be adequate in many cases (especially when there is a good fossil record), because several nested clades will have often originated within one of his proposed category-defining time intervals.  





